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CCCTTATTAGAGGATTCTGCTCATGCCAGG GTGAGGTAGTAAGTTGTATTG 

TTGTGGGGTAGGGATATTAGGCCCCAATTAGAAGATAACTATACAACT MIR98 

TACTACTTTCCCTGGTGTGTGGCATATTCACACTTAGTCTTAGCAGTGTTGCC 

TCCATCAGACAAAGTTGTAGATGTTCCTTGGATAATTTGGACTGGAAGAAAAGA 

GACATGGAAGGGGACAGATGGTGTTTAGGGTGAGGCAGATGTCATTATAAAGT 

GACTTGTCTTTCATTAATTGGAGCATATAATTATTTTACCTTTGGGCATGAACTC 

ATTTTGCTATTCTTCAACTGTGTAATGATTGCATTTTATTAGTAATAGAACAGGA 

ATGTGTGCAAGGGAATGGAAAGCATACTTTAAGAATTTTGGGCCAGGCGCGGT 

GGTTCATGCCTGTAATCCCAGCATTTTTGGGAGGCCGAGGCGGGTGGATCAC 

CTGAGGTCAGGAGTTCGAGACCAACCTGGCCAACACGGCGAAACCCCGCCTC 

TACTCAAATACAAAAATTAGCCAGGCTTGGTGACACTCGCCTGTGGTCCCAGC 

TACTCAGGAGGCTGAGGCAGGA GAATTGCTTGAACCCAGGAAGTGGA G GAM25 

GCTTCAGTGAGCTGAGAACACGCCACTGCACTCCAGTCCTGGGCAAC 

AGAGCAAGACTCTGTCTCAGGAAAAAAAAAG 
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5'UTR SEQUENCE (5' TO 3') OF HIV-1(U5-R) 

GGTCTCTCTGGTTAGACCAGATCT GAGCCTGGGAGCTCTCTGGCTAACT 

AGGGAACCCACTGCTTAAGCCTCAATAAAGCTTGCCTTGAGTGCTTCAAGTA 

GTGTGTGCCCGTCTGTTGTGTGACTCTGGTAACTAGAGATCCCTCAGACCCTT 

TTAGTCAGTGTGGAAAATCTCTAGCAGTGGCGCCCGAACAGGGACCTGAAAG 

CGAAAGGGAAACCAGAGGAGCTCTCTCGACGCAGGACTCGGCTTGCTGAA 

GCGCGCAC GGCAAGAGGCGAGGGGCG GCGACTGGTGAGTACGCCAAAAA 

TTTTGACTAGCGGAGGCTAGAAGGAGAGAG 
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